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Information for researchers interested in using stored samples and data 

1. Introduction 

The Corogene study (Genetic Predisposition of Coronary Heart Disease in Patients Verified with 

Coronary Angiogram) was designed as a large cohort to study pathophysiology, genetics and 

epidemiology of coronary artery disease and its risk factors. Focus was to identify genetic loci or 

gene variations contributing to the development of coronary heart disease and other related heart 

diseases such as heart failure and aortic valve disease. Research is conducted by Helsinki 

University Hospital (HUS) in collaboration with University of Helsinki and National Institute for 

Health and Welfare (THL). 

The research started in 2006. Patient information and blood samples were collected from patients 

assigned to coronary angiogram in the Division of Cardiology in Meilahti Hospital (Helsinki) 

between 2006 and 2008. Both male and female patients over 18 years-old were recruited and the 

average age of the study subjects were 65 (65.6 ±11.1) years at the time of the collection. Patients 

of non-Finnish origin, previous heart transplantation, low haemoglobin or previous blood 

transfusion during the same hospitalization were excluded from the study. Written informed 

consent was obtained from every patient who participated in the study. The matching healthy 

controls are defined for the Corogene participants from the population cohort FINRISK, also 

available from THL Biobank. 

2. Ethical considerations 

Corogene sample collection has been transferred to THL Biobank in October, 2018, following a 

public notification process allowed by the Finnish Biobank act. The transfer of the Corogene study 

to the biobank has been approved by the Coordinating Ethics Committee of Helsinki University 

Hospital on 12 December 2017 and public notification was approved by the Ministry of Social 

Affairs and Health on 21 May 2018. 
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3. Corogene study samples available for biobank research 

DNA samples are available from nearly 5 300 sample donors. Approximately 2 500 of donors have 

been diagnosed with infarct. 

4. Corogene study phenotype and omics data available for biobank research 

The updated list of data variables can be uploaded from the variable descriptions -file found on 

the right panel of the Corogene Research collection page 

For availability of genome-wide genotypes and sequencing data, see more information in the ‘THL 

Biobank Omics data availability table’ at the THL Biobank sample collection page. 

5. Registry data 

Information from the Finnish national health registries, such as Care Register for Health Care 

(HILMO), Cancer Register, Cause-of-Death Register and Drug Imbursement Registers etc., can be 

linked to sample donors by the separate application process and project-specific data permit from 

Findata. 

6. Research group 

Principal Investigator: 

Juha Sinisalo, University of Helsinki and Helsinki University Hospital 
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